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KEY WORD: 4 1vCOBACTERIUM SPECIES / 16S rDNA / SEQUENCING
WIRAD POUNGPOO : DIFFERENTIATION OF MYCOBACTERIUM SPECIES BY
SEQUENCING OF AMPLIFIED 16S rDNA FRAGMENT, THESIS ADISOR : ASSO.
PROF. SOMYING TUMWASORN, Ph.D. THESIS COADVISORS: NIBONDH

UDOMSANTISUK, M.Sc. 78 pp. ISBN 974-331-235-8.

Identification of Mycobacterium sbecies was performed by sequencing of amplified
16S rONA. The resuits were compared with those from conventionn'ai . methods which
include colonial morphology, growth rate, pigmentation , biochemical test and Accuprobe.
A totat of 16 reference Mycobacterium species and 71 ciinical isolates were included in
this study. For all of the reference species were found a 165 rDNA sequence identical to
publish sequence and 68 clinical isolates gave identical result to conventional methods. For
1 isolate, minor discrepancy was present because of the limited discriminating power of .the
conventional methods. For 2 isolates, M.paréﬂ'inicum was identified by sequencing method

but unidentified by conventional menthods.

‘Manual sequencing with *s labelling for species identification of mycobacteria gave
result within 5 days. This is more rapid than conventional methods which taked 4 to 8

weeks. The sequencing methods is refiable and cost comparable to conventional methods.
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ddNTP = Dideoxynucieoside Triphosphaie

dNTP = Deoxynucleoside Triphosphate

GLC = Gas Liquid Chromatographic Analysis
HIV = Human immunodeficiency Virus

MAC = Mycobactenurm evium compiex

MOTT = Mycobacteria Other Than Tubercle Bacilki
mM = fiadluaf

NASBA = Nucleic Acid Sequence-Based Ampiification

NTM = Nontuberculous Mycobacteria

PCR = Polymerase Chain Reaction

omol = Wlaslue

RFLP = Restriction Fragmeni Length Polymorphism
pM = lulasluans

um = lulasiume

pl =lulpsdns

16S rDNA =168 ribosomai DNA

q = aaMEa g
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