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stock 100

11 RPMI 1640 80
1.2 fetal calf serum 20
1.3 phytohemaglutinin 2
1.4 pen-strep 1
(aseptic technique) -20
colchicine 0.2 /
colchicines powder 0.002 ! 10
2-8

hypotonic solution (0.075 M KCL)

KCL 0.5588 ) 100
( L2540
fixative
glacial acetic acid 1 methanol 3
( )

sorensen phosphate buffer
solution A

KH2P049.1 1000
solution

NaZP049.5 1000

working solution (pH 6.8)
solution A 5.08 solution B 49.2
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6. Giemsa 5%

Giemsa 2.5 Sorensen phosphate buffer 47.5
. 0.025% trypsin/EDTA
working solution trypsin
0.25% trypsin /EDTA 5 ' 45
3 ( )

8. 10 MdNTP mixture

dATP 10 mM
dCTP 10 m
dGTP 10 mM
dTTP 10 m
9. DNA loading dye

glycerol 30%(viv)

bromophenol blue 0.25%(wiv)

Xylene cyanol 0.25%(wiv)

10. 5X TAE (Tris-acetate-EDTA huffer)
Tris-base 242 glacial acetic acid 57.1 EDTA (pH
8.0) 0.5 1000

11. 0.8% (v/w) agarose gel
agarose gel 0.8 X TAE 100
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