20 18 2 50.8+11.01
32.85156.53 y
2 49.05£12.32
24 20
47.17+7.87
( 6)
6
OLDR OLP
() (20) (22)
()
18 (90%) 20 (90.9%)
2 (10%) 2 (9.1%)
()
+ 50.8 £11.01  49.05 £12.32
(range) 23-10 26-66
()
t 32.85 £56.53  41.86 £85.92
(range) 1-228 0.25-351
1 70)

(7273 6

22 20
41.86185.92
4
P-value
1(24) *
20 (83.3%) 0.720
4 (16.7%)
47.17+7.87 0.521
35-59
0.133
16
( 25)



4

(p=0.001) ( 7)

(p=0.003 p=0.001 )
(p=0.845)
( ') 1
( 55) 3 ( 15)
' 15 ( 68.18)
1 4.55)
5 20.83)
1 ( 4.17)
1
1:80 1:40
(p=0.004)
(p=0.019 p=0.001 )
(p=0.380)
1:320 1:160
(P-0.428)
]
OLDR OLP P-value
() (20) (22) (24)
ANA-ve () 6(300%)  6(27.27%) 18 (75.0%) 0.001
ANA+ve () 14(70.0%) 16 (72.73%) 6 (25.0%)
ANA
1:40-1:80 ( ) 11 (55%)  15(68.18%) 5 (20.83%) 0.004
1:160-1:320 ( ) 3 (15%) 1 (4.55%) 1(4.17%) 0.428

21640 () 0 0 0



(p=0.744)

OLDR (20
ANA-ve (6
ANA+ve (14

OLP (22
ANA-ve (6
ANA+ve (L6

(24
ANA-ve (18
ANA%ve (6

(p=0.905)
(P=0.216)
(p=0.796)
() P-value
)
) 50.33+12.04 0.905
) 51+11.01
)
) 50.5+14.25 0.744
) 48.5+11.99
)
) 46+7.74 0.216
) 50.67+7.87
( 9

10

(0=0.262)

()

13.17+13.91
41.29+65.89

21.46+22.78
47.27+95.83

10

42

P-value

0.282

0.796
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(p=0.030)

OLDR

OLP

OLDR

8 80)
8 1
8 ( 57.14)
8 100)
(p=0.628)
v p=0.051
ANA-ve ANA+ve P-value
() ()
10 4 (40%) 6 (60%) 0.628
10 2 (20%) 8 (80%)
14 6 (42.86%) 8 (57.14%) 0.051
8 0 8 (1000%)
OLP
24 10 (41.67%) 14 (58.33%)  0.030
18 2 (11.11%) 16 (88.89%)
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10
(speckled pattern)

[ 1 55)
13 ( 59.09) 5 ( 20.83)
(p=0.016)
(p=0.019  p=0.008 )
(p=0.789)
(homogeneous pattern)
(P=0.006) , 6
( 30) o 2N | 9.09)
(p=0.005)
(p=0.123)
(p=0.223)
1

18 (3630

1 4.17)
(nucleolar pattern)
1



(P=0.020) 1
(P=0.001  p=0.001 ) 10
10
, OLDR OLP P-value
( (20) (22) (24)
*
Homogeneous pattern 6 (30%) 2(9.09%) 0 0.006
Speckled pattern 11 (55%) 13 (59.09%) 5(20.83%)  0.016
Nucleolar pattern 2 (10%) 4(18.18%) 1(417%)  0.318
Peripheral pattern 1(5%) 1(455%) 0 0530
Centromere pattern 1 (5%) 1(455%) 0 0.530
Anticytoplasmic antibody 1 (5%) 4(18.18%) 0 0.051
1 6 (30%) 8 (36.36%) 6 (25%) 0.704
1 8 (40%) 8(36.36%) 0 0.020
* 1 1
11
12 9 75)
10
8 80) 2
2 100)
3 2 66.7)
1 1 ( 100)
(thyroxine) 2 1
( 50) 1

(100
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il
OLDR
() ANA+ve ANA-ve
() ()
()
12 9 (75%) 3 (25%)
10 8 (80%) 2 (20%)
2 2 (100%) 0
3 2 (66.7%) 1(33.3%)
- 1(100%)
2 1(50%) 1(50%)
1 1(100%)
# 1
9 8
12
(simvastatin) 7
(atorvastatin) 1 (gemfibrozil)
1
(amlodipine) 5 (losartan) 2
(atenolol) 2

(hydrochlorothiazide) 2
1

(aspirin) 2



12

OLDR ANA+ve
* (ANA+ve 14

Simvastatin
Atorvastatin
Gemfibrozil
Amlodipine
Losartan

Atenolol
Hydrochlorothiazide
Aspirin

Metformin

(L-Thyroxine)

Norgesic

20

)

41

(norgesic)
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