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Appendix A

I Genotype patterns obtained from wild broodstock P. monodon from

Trad province with difference microsatellite loci.
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*
I Genotypes of P. monodon individual from Trad province at
CUPmo 1,2, 3,4, 6,7 and 9 loci.
Genotype

Sample CUPmo 1 CUPmo 2 CUPmo 3 CUPmo 4 CUPmo6 | CUPmo7 | CUPmo9
| 254/323 165/185 183/185 240/242 180/216 | 212212 | 312/358
2 242/254 159/159 179/179 238/246 172/200 184/184 | 302/366
3 242/275 147/181 177/183 240/240 200216 | 216/220 | 306/324
4 242/251 173/173 147/147 230/242 204/214 - 314/380
a 5 2721272 147/175 2171219 242/244 170/184 | 216/216 | 314/340

6 266/266 153/157 - 230/240 208/218 . .

7 242/278 163/181 177/179 230/242 186/220 | 206/206 -
8 263/314 157/185 175/181 234/246 214/214 | 224/224 | 374/374
9 272/317 177/189 183/183 2381248 170/210 192/192 | 352/368
10 266/305 177/172 211/2H 224/240 208/216 | 222/234 | 274/372
¥ 311/311 179/213 145/175 240/256 180/180 - 306/378
12 284/284 173/175 1817199 | 230/236 188/242 196/196 | 312/328
13 242/317 153/177 179/207 210/230 202/208 | 212/230 | 318/326
14 239/299 147173 175/175 240/242 172/206 | 210/210 | 318/348
15 278/281 149/159 181/193 240/242 212212 184/218 | 300/316
16 266/272 147/147 147/181 242/244 220/220 : 312/312
17 326/326 165/175 181/18] 230/242 192/206 - 330/380
. 8 251/296 159/165 197/197 230/234 174214 | 216/216 | 356/356
19 233/242 1731213 197/197 | 242/244 208/208 | 202/222 | 304/328
20 266/272 165/165 179/179 | 244/254 182/218 | 222/222 | 304/312
21 242/302 159/165 183/183 230/244 198/218 | 220/220 | 284/362
|2 257/311 2171217 177/193 242/256 200210 | 202/202 | 370/370
23 2751275 153/173 179/193 222/230 208/218 196/196 | 296/306
24 254/260 171/185 179/181 228/236 2001200 | 212/226 | 304/374
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(continued).
Genotype
Sample CUPmo 1 CUPmo 2 CUPmo 3 CUPmo 4 CUPmo 6 CUPmo 7 CUPmo 9
% 25 257/311 165/165 179/179 220/240 204/206 228/228 296/326
L 26 233/233 177/183 183/183 238/240 204/234 176/176 308/318
27 245/245 153/165 181/203 206/236 192/216 230/230 312/328
i 28 233/251 167/183 179/195 206/226 188/188 194/194 304/322
\ 29 257/284 177/195 177/177 240/246 194/200 186/186 304/312
‘ 30 254/257 169/177 191/197 236/238 166/166 192/192 326/354
i 31 317/317 157/181 1857185 230/250 178/206 192/196 306/314
32 248/248 165/185 181/213 222/240 176/202 182/182 312/372
33 257/257 165/173 147/175 222/224 216/232 216/216 306/322
.34 263/302 2137217 1357181 240/240 170/198 184/184 326/372
| 35 260/260 153/153 169/185 242/244 180/210 196/196 -
i 36 230/233 169/177 173/177 242/242 176/212 192/192 306/308
| 37 257/302 173/179 177/193 210/210 206/206 172/172 -
38 224/254 165/165 175/187 242/244 178/200 220/220 300/316
39 2517254 153/203 173/175 230/246 218/218 186/186 -
40 242/272 165173 199/199 224/242 166/198 182/182 -
| 41 245/266 151/167 187/189 232/242 200/210 186/186 292/298
|42 251/263 177/177 179/189 232/240 214/214 202/216 -
43 251/257 165/169 191/197 230/242 202/202 - 316/318
44 236/317 165201 1717197 232/238 182/218 182/182 324/380
|45 248/257 167/207 185/191 240/250 176/212 232/232 306/322
|46 239/254 175/209 187/205 230/246 210/216 216/216 -
‘ 47 281/281 177/177 177/177 230/240 206/206 - 312/328
‘ 48 239/278 161/167 179/223 212/242 206/206 232/232 296/302
r 49 242/252 153/163 179/179 240/240 184/184 186/216 -
: 50 269/281 177/185 179/179 210/236 176/176 202/202 -
L 51 266/269 153217 175/175 236/240 206/220 - -
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III Genotypes of P. monodon individual from Trad province at

CUPmo 11, 12,13, 14, 15, 16 and 17 loci.

Genotype
CUPmo 11 | CUPmo 12 | CUPmo 13 | CUPmo 14 [ CUPmo 15 | CUPmo 16 | CUPmo 17
I 138/162 83/89 277/283 275/281 279/345 229/232 405/429
2 147/156 89/89 283/283 275/275 300/345 229/232 297/342
3 141/150 89/99 274/283 275/275 309/351 - 297/336
4 147/150 89/93 271/289 2751279 303/345 229/229 -
S 144/147 91/93 283/310 281/281 300/336 229/229 297/324
6 138/150 83/99 - - 342/345 229/229 345/345
7 135/147 93/97 283/289 277/281 324/345 | 229/232 -
8 144/153 91/95 286/292 279/279 - 232/232 420/420
9 147/147 - 283/283 2771277 318/342 229/229 339/360
10 135/147 89/95 283/292 - 300/336 229/229 405/429
I 144/144 83/93 286/298 277/279 336/336 - 297/342
12 138/156 93/97 283/292 275/275 345/345 229/232 297/336
13 150/156 89/95 2771295 277/279 279/315 229/232 339/339
14 147/147 95/95 - 281/281 270/300 226/232 297/390
15 135/147 93/93 289/295 2791279 336/345 223/229 345/345
16 138/144 91/105 285/289 275/275 - 229/229 336/396
17 135/147 - 283/295 299/279 315/324 226/226 -
18 141/147 83/91 286/292 281/281 309/327 - 342/351
19 144/147 93/93 283/295 275/275 279/318 226/229 324/447
20 138/138 89/93 292/298 2771279 - 229/229 321/342
21 141/150 93/97 283/298 275/279 270/342 229/232 378/378
22 147/147 89/89 - 275/275 318/318 229/229 429/429
23 144/156 91/91 286/295 2751279 309/294 229/232 -
L 24 141/147 83/91 - 275/279 267/336 229/229 330/396
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Genotype

CUPmo Il | CUPmo 12 | CUPmo 13 | CUPmo 14 | CUPmo 15 | CUPmo 16 | CUPmo 17
25 | 135/147 $3/89 289/292 277/281 300/327 2321232 405 450
26 1447147 9395 277/283 277/279 315/336 229229 405 447
27 138/147 $9.93 2837289 281/281 336/336 229229 324 429
28 141/150 95/95 286/286 277/281 267/267 229229 429 429
29 138/147 93/95 - 279/279 - - 282 345
30 147/156 93795 289/295 2757275 3274327 229229 297 324
31 135/138 8989 280/316 275/279 324/324 229229 336 360
32 - $9/93 280/316 2451275 324327 229232 -
33 132/147 - - 2379/28 ] 315324 226232 303 396
34 138/147 39/93 286/286 275/279 267324 229.229 297342
35 135/147 93/95 277/285 277277 5315324 226229 288 429
36 138/141 | 9193 YR (295 275/279 327327 229229 -
37 - ‘ 9397 289/289 - - 229/229 420 429
38 138/147 ‘r - 289/295 277/297 336 336 - 312429
39 147/147 ’ 9393 280283 259/279 343345 229229 282 300
40 - } 9193 2747283 2277 204309 229937
41 147/147 1 9395 =S EFRLE 2817281 2947294 22912352 -
42 1447147 ‘ - 289/289 2817281 - 229/232 300 300
43 147/150 ‘| 8997 289/295 - 267 336 - 330 330
44 1417156 J 9393 - 279/279 270270 229/232 336 336
45| 141/147 J 83793 2897295 279/281 300 300 2294229 390 408
46 | 147/150 ; 3389 274277 279/281 - 229232 330 336
47 138/147 | 8393 274289 279/281 327 336 2291232 -
48 ‘ 135/150 | 9393 277/289 279/281 204294 229/229 330/336
49 | 135/135 ’. 93/95 277/283 281/281 315/315 - 429/429
50 - " 9193 281/281 2047336 229/232 -
3 38/13 - 289295 275/ 336 345 3 =
51 138/138 .‘ 289295 L 2751277 36 345 J 229/232 L&,‘J
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IV Genotypes of P. monodon individual from Trad province at

CUPmo 19, 20, 21, 22, 23, 24 and 25 loci.

T

Genotype

| CUPmMo 19 | CUPMo 20 | CUPmo 21 | CUPmMo 22 | CUPmo 23 CUPmo 24 | CUPmo 25

| . 333345 | 182 182 233/236 218/220 311/323 338 353 2551279
2 321 324 206 206 230/236 230/236 311/315 332 332 265279
3 315315 202 2006 233/236 224/234 - 332 335 265281
4 321333 1 200 200 236/236 232/236 3117319 - 279279
3 ‘ 198 210 236/239 230/232 303/311 353356 265/265
6 315339 ‘ 214 216 236/236 - 3117311 338 338 271279
7 315336 ! 204 216 236/236 234/236 311/323 - 267279
8 315315 202 214 233/256 188/236 3137315 338 350 2657279
210214 256/236 232/234 3117319 359 359 265277
200 202 236/236 218218 - 338339 273/273
214,220 236/239 232/240 299/311 3383359 267/277
2331236 230/232 307/311 3353 347 269281
b Kyt 252/256 315/323 338 365

206210 236/236 - 311311 335362 279 279
198 202 256/236 - 303/307 - 267279

210212 230/236 238/240 - 350368 .
202,214 236/236 218/228 315/315 338341 265/265
194200 - 238/254 311/319 338353 277277
174210 256/259 2287230 311/323 - 2717279
206/210 236/236 242/258 311/311 338338 265281
176/208 236/239 224/238 = 338/336 267/281
176/216 230/239 - 307/311 338/347 267/279
. < 234/236 - 338/347 267/279

200204 236/236 232/234 315/315 338/338 261/281
S| -
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Genotype
Sample
CUPmo 19 | CUPMo 20 | CUPmo 21 | CUPmo 22 CUPmo 23 | CUPmo 24 | CUPmo 25
25 312/345 196/198 233236 186/252 315/313 - 265/281
26 303/318 186/186 236/236 l 230/232 307/311 338/338 265/281
27 3124312 174/174 236/236 ‘ 212214 - 338/338 279/279
f} 28 312/336 170/172 236/236 “ 242/248 311/311 338/347 2531273
’? 29 | - 192/194 236/239 I 184/230 307/307 338/365 2737279
% 30 ' 321300 168/168 236.236 | 218/238 303/311 - 27177
L3l 3506315 184/184 236239 ’ 192/238 - 353/356 -
’ 52 / 303303 164/174 - (2342248 303/311 338/338 2671279
; 35| 306315 160/160 236239 - 31H1/311 547/353 2717279
f 34 ’ 333336 | - 236236 ' - 311/315 336/368 265/281
| 33 [ 306 333 - 2 33/R85 ‘ 246/256 311/315 338/338 2517281
| 36 | - 174190 2 305256V L 1 238/240 3117323 | - 267/281
; 37| 336 336 | 172/174 230239 0232/236 303/307 338/338 265/265
J 38 315321 ‘ 156/174 230236 ! 238/240 - 335/335 =
|39 312321 | 192/194 2501239 l p90/226 311/315 338/338 265/277
J 40 312°312 174/174 - ’ - 311/315 - 265/277
41 330 336 166/166 2367236 2370750, 311/323 338/350 265/279
’ 42 312:324 - 236/239 / 232/256 311/311 338/338 265/279
}] R 3123518 1624162 286/200 198 N R UWBG S315/315 1 350/350 265/279
f 44 | 303 306 | 1587158 236/239 I 188/238 3117311 338/347 -
; 43 324 351 ' it i 236/236 ' S5H/313 - 265/279
|46 321 324 | 178178 236236 | 188 204 - 338/359 267/281
47 330 336 2024216 236/236 216/240 3117311 - 2711277
214220 - } - - 335/35 265/279
206210 311311 -
= - 261/281

196 198

307/311

267/279




BIOGRAPHY

Miss Siriporn Pongsomboon was born on January 22. 1971 in Chonburi.
She graduated with the degree of Bachelor of Science from the Department of Medical
Technology at Mahidol University in 1993. In 1997. she graduated with the degree of
Master ot Science from the Department of Biotechnology, Chulalongkorn University.
She has turther studied for the Doctor of philosophy (Ph.D.) degree in Biochemistry

Department. Chulalongkorn University.



	References
	Appendix
	Vita

