non A non B Hepatitis

hepatitis A ( HAV ) hepatitis B (HBV ) . 989
genome hepatitis C ( HCV ) molecular cloning
chimpanzees human factor VIII concentrate (10)
HCV ;o non A
non B hepatitis posttransfusion
80
;! 20
20 hepatocellular carcinoma ( HCC )
1 (1)
HCV "' RNA
Flaviviridae nucleotides 9400
amino acids 3000 400 bhase pairs
ammo acids structural
nonstructural
structural C nucleocapsid El E2/NS1

envelop nonstructural



membrane binding helicase ~ protease
RNA noncoding
3’noncoding 5" noncoding 1(12)
HCV
genotype 6 nucleotides
31-34 genotype subtype
nucleotides 20-23 subtype
subtype 10
genotype : 5 noncoding
8
primer HCV-RNA polymerase chain
reaction ( PCR ) branched deoxyribonucleic acid ( bDNA )
genotype
amino E2INS1 hypervariable
HCV
genotype HCV
genotype Simmonds
. 1994 6 genotype genotype 1 6
genotype subtype a b C genotype

1(13) genotypes



HCV parenteral route
screening
ant-HCV sensitivity
HCV
ant-HCV
antibody
12
antibody 6 (14)
VDU hemodialysis
hemodialysis
ant-HCV 20%
HCV needle stick injury
HCV seroconversion 0-10%
HCV-RNA ascitic fluid
household contact (15)
HCV 40-50% parenteral
exposure HCV ! sporadic
HCV

VDU



8.3
polyphasic

15

20

HCV

"' HGV
fransaminases 2-26
fransaminases
8-12
fransaminases
1 10 ()
16 69
HCV
51 53
206 283 (16)
liver biopsy

chronic active

chronic persistent hepatitis ( CPH )

hepatitis ( CAH ) cirrhosis
2 (17) Histologic activity index ( HAI ) Knodel
fibrosis
Scheuer
Ludwig grading

staging 3(18)



grading

staging
HCV
HCV Yano
grading modified Scheuer
10 3549
13
staging
10 2.0-2.9
19 60
(19) staging
fibrosis
staging
load HCV-RNA
Alter
30 9 48
60

sporadic

9%
34

staging

HCV

10

5 100

17 '

304
3.0-3.45
17

20 2
host

5 (20)
vira]
non-A non-B



(21)
10
30
HCV
HCV
10
10 70
genotype b
genotype Ib
genotype Ib
(22)
HCV genotype Ib
genotype
interferon

10 (23

genotype

genotype 1 7

288

40
40 66 3

30 (20)

genotype
2a, 2b 3a

genotype b

genotype

50 genotype 3a
genotype 1b

go

ar

genotype
Iy

genorype b
1

interferon ]

Mahaney

genotype

11



12

HCV-RNA qualitative
transaminases
3 (24) qualitative
HCV-RNA
HCV
HCV HCV
HCV-RNA 2 competitive 1t-PCR
bDNA RNA
PCR reverse transcription complementary DNA
RNA HCV RNA
competitor HCV-RNA mutation
HCV-RNA mutant RNA
PCR HCV-RNA
mutant RNA 4 bDNA
probe branched DNA
enzyme substrate
enzyme

bDNA substrate

bDNA 55 log Eq/L

05 log Eq/L 6 (25)

HCV-RNA PCR  DbDNA

sensitivity
PCR



13

HCV-RNA 3
r
chronic persistent hepatitis ( CPH )
chronic active hepatiis ( CAH )

HCV-
RNA HCV-RNA
Lau HCV
CPH  CAH HCV
HCV-RNA HCV-RNA
lobular inflammation (26) Lau
HCV-RNA bDNA  sensitivity
Kato competitive PCR HCV-RNA
chronic persistent hepatitis ( CPH ) chronic active
hepatitis ( CAH ) 33 t- 22 log Eg/L 5.7 +/- 16 log Eq/L
6.0 +/- 16 log Eq/L HCV-RNA CPH ', CAH
HCV-RNA
HCV-RNA o
HCV exponential (27)
Gretch Kato
HCV HCV-

RNA HCV-RNA
709



!
HCV-RNA

interferon

HCV HCV-RNA

HCV

diversity 179
0.85 (30)
genetic diversity

HCV

HCV-RNA
PCR
HCV
interferon
HCV-RNA
liver biopsy
HCV
HCV
CAH
3.05
HCV

genetic diversity

HCV

HCV

14

liver biopsy

(29)

genetic
PH
()

human immunosuppressive virus (HIV)



HCV
Nishiguchi interferon !
hepatocellular carcinoma ( HCC ) 5
complete remission HI
interferon 7 com iete response
16 hepatocellular carcinoma
4 38 (31) !

HCV



	บทที่ 2 ปริทรรศน์วรรณกรรมที่เกี่ยวข้อง

