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5
(retrospective descriptive study)
sepsis
300
1
2556 30 .. 2556 sepsis 1,112
72 42.4) 640 | 57.6)
Heffner AC. [10)
severe Sepsis
. 2548 .. 2550 211
45.0 55.0
Phua J. [108L
severe sepsis
. . 2547-2552 1,001
585 415
sepsis
( 547 453 ) Gaieshi DF. &l
.. 2548-2549 De Miguel-Yanes JM. [1 ..
2552 sepsis ( 59.0 410
60.0  40.0 )
i .. 2540-2543 ' sepsis sepsis

(relative risk = 1.28) sepsis
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sepsis
1
. Sepsis 66.6 £17.6
sepsis .. 2550[10L 56.9 £ 19.2
Gaieski DF. 1l
.. 2548-2549 59.0 £ 16.0
De Mi§ el-Yanes J.M. w2552
712 + 184 Leone M. il
. 2540-2543 61.0 + 16.0
8 sepsis
.. 2540-2543 57.4-60.8
my .. 2539-2547 59.5-62.2
sepsis
sepsis
sepsis 44.3
32,1 233 1L .. 2550
20.9 ,

194 16.4 9.5



sepsis
sepsis 300 healthcare-associated infections
54.0 community-acquired infections 46.0 Al-
Hasan MN. el Escherichia coli
Mayo Center Rochester Olmsted Medical Center
.. 2541-2550 461 community-
acquired infections 59.4 healthcare-associated infections
L7 nosocomial infection ,
101 sepsis .. 2550 sepsis
201
community-acquired infections 62.2 healthcare-associated
infections 10.0 nosocomial infection 21.9
1
1 32.3 Leone M.
4 .. 2540-2543
44.0 Micek S.T. m .. 2545-
2550 1
41.6
sepsis
sepsis Bone RC
jriil . 2535 Dellinger R P. 12 . 2556
Dellinger R P. 7}

Bone RC.
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Severe Sepsis Dellinger R P.
.. 2556 Levy MM, Bl .. 2544
Dellinger R P. m
Levy MM. /s
septic shock Dellinger R P.
.. 2556 Gaieski DF. 16 .. 2553
Dellinger = P. /il
Gaieski DF. /s
sepsis 44.3 severe
sepsis 36.0 septic shock 197 De Miguel-
Yanes JM. w . 2552 sepsis
46.0 severe Sepsis 28.0 septic shock 26.0
m .. 2550 sepsis 9.0
severe sepsis 517 severe sepsis septic shock
38.8
18
sepsis
(bacteremia) 437 43.0
31.3 De Miguel-Yanes J.M. wl
.. 2552 sepsis
45.0 25.0
Levy MM, it .. 2548-2551 severe sepsis
Engel C. n
severe  Sepsis .. 2546

101 sepsis .. 2550
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sepsis
( 83.7, 29.0 )
R ; m . . 2550 sepsis

( 51.7 274 ) Alberti C. B

international prospective cohort study

. . 2540-2541
( 47.9 38.6 ) Martin
G . B the National Hospital Discharge Survey
. . 2522-2530 sepsis
.. 2543 52.1
26.3 Engel C nm severe
sepsis . . 2546
( 55.7 54.7 )
Escherichia
coli 44.0 Klebsiella pneumoniae 19.0
Pseudomonas aeruginosa 11.7
Coagulase negative staphylococcus 8.0 Enterococcus
faecalis 5.7 Staphylococcus aureus 5.0

Escherichia coli, Klebsiella

pneumoniae, Acinetobacter baumannii Pseudomonas aeruginosa



129

Staphylococcus aureus, Coagulase-negative

staphylococcus, enterococci, streptococci [10,19, 20261
sepsis
54 632 isolates
74.1 24.4 mycobacteria
Escherichia coli 35.3
Klebsiella pneumoniae 11.9 Pseudomonas aeruginosa 7.3
Staphylococcus aureus 6.0
Coagulase negative staphylococcus 4.6 Enterococcus faecalis
L
.. 2548-2551
1,435 isolates 69.8
30.2 ' Escherichia coli 39.0
Coagulase negative staphylococcus 5.9

Staphylococcus aureus 5.7

16

32

60
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community-acquired infections

healthcare-associated infections

healthcare-associated infections

Escherichia coii ESBL, Klebsiella pneumoniae E5BL Acinetobacter
baumannii community-acquired infections ( 26.5 12.3, 8.6 2.2,
10.5 3.6 : P <0.05) Son JS. [103)

community-acquired infections, healthcare-

associated infections nosocomial infection
. . 2549-2550 healthcare-associated infections Escherichia coli
ESBL community-acquired infections ( 14.2
3.3 ; P <0.05) [
2550 sepsis
healthcare-associated infections Escherichia coli ESBL, Acinetobacter
baumannii community-acquired infections ( 20.0 0.8 5.0 0.8
) healthcare-associated infections
community-acquired infections healthcare-

associated infections

sepsis

sepsis

4.0 £ 8.0

45.3 2-4 26.0
4-6 11.7



6-24 14.7
24 23
. . 2550 sepsis
sepsis
2
14.4 4-6 11.7
21.9 24
28
1 234
1-2 22.0
2.4 12.8
4-6 171
24
D.F. m
sepsis septic shock
26.0
1-2
2-3
34
4-5
57.0

40.0

41.8

114

57.1

5-6

33.0
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m
2-4
6-24
Gaieski
severe
1
25.0
33.0
10
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Ceftriaxone sepsis
430 ceftriaxone
1 ceftriaxone
ceftazidime ( 11.0)

cephalosporin
Pseudomonas aeruginosa 113 ceftazidime
healthcare-associated infections
community-acquired infections ( 16.0 51 )
Pseudomonas aeruginosa

healthcare-associated infections

Pseudomonas aeruginosa 13.0
healthcare-associated infections 94 community-acquired infections
sepsis
susceptible 40.0
non susceptible 30.0 ,
30.0 susceptible
sepsis . . 2550
m
susceptible 59.2 non susceptible 199 ,
19.9
susceptible
57.1 non susceptible 42.9

susceptible
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susceptible

74.8

susceptible

68.7-91.0

intermediate

Mi8uel-Yanes

)

(

sepsis

30.0

17

non susceptible

sepsis

sepsis

1820 44

632 isolate

susceptible

. . 2552

44.9

291

. . 2550[10

25.2

resistant

sepsis

24.2
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Enterobacteriaceae ESBL
MRSA
susceptible, intermediate resistant
Enterobacteriaceae ESBL
cephalosporins 1?2 38,3951 MRSA
cloxacillin methicillin beta lactam MRSA
beta lactam [58,%1
2
susceptible
Klebsiella pneumoniae ESBL  ceftazidime
ceftazidime susceptible
ceftriaxone cefotaxime resistant 1
MRSA  ceftriaxone
ceftriaxone susceptible
210
susceptible 57.1
non susceptible 42.9
sepsis healthcare-associated
infections non susceptible
susceptible ( 72.0 45.0; p<0.05)
community-acquired infections
susceptible non susceptible ( 55.0 27.8;

p<0.05) MicekS.T. m
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2 o severe sepsis septic shock
. . 2545-2550
healthcare-associated community onset community-acquired
infections susceptible
non susceptible ( 40.2 24.8 111 5.9; pcO.0Ql)
1
sepsis
1
susceptible non susceptible
( 69.2  52.2; p<0.05) Micek ST.
nm . . 2545-2550 1

non susceptible
susceptible ( 60.5 33.0; p<0.05)
Garnacho-Montero J. m . . 2540-2543

(OR 2.23; 95% O 5.56-200.97)

sepsis
non susceptible
susceptible ( 60.0 40.8;
p<0.05)

non susceptible susceptible (
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322  21.7, p>0.05) Micek ST. m
. . 2545-2550
non susceptible
susceptible ( 25.2 32.4; p<0.05)
non
susceptible susceptible
( 47.9  35.6; P <0.05)
sepsis
non susceptible susceptible
( 354  12.9; p<0.05) Micek ST.
m
non susceptible susceptible
( 68.9 58.2; p<0.05)
Escherichia coli
53.3
MRSA '
De Mi8uel-Yanes J.M. 11 . 2552 sepsis
Escherichia coli
89.0 MRSA
2 eropenem, cefoxitin
ti8ecycline cefoxitin

bata-lactamase

115 16
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tigecydine

(volume of distribution)

[117 sepsis
tigecydine sepsis
codistin,
ertapenem, doripenem meropenem 90.1-100
cefoxitin, amikacin, imipenem, tigecydine piperacillin/tazobactam
80.1-90.0 cefepime gentamicin

70.1-80.0

cefotaxime, linezolid, meropenem, teicoplanin, vancomycin, fusidic acid

fosfomycin 90.1-100 ampicillin penicillin
80.1-90.0 cefoxitin levofloxacin
70.1-80.0
Hashairi F. Bl
. 2545-2552 imipenem, gentamicin,

ceftazidime ceftriaxone 90.1-100 (
ceftriaxone . . 2551 83.9 gentamicin

. 2547 2551 83.3 85.2 )

. . 2550 ciprofloxacin
90.1- 100 ampicillin, oxacillin gentamicin
80.1- 90.0 trimethoprim/sulfamethoxazole 70.1-

80.0
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Micek S.T. m ,
. . 2545-2550
90.1-100 imipenem eropenem, gentamicin cefepime
80.1-90.0 piperaciUin/tazobactam ciprofloxacin
70.1-80.0
Raveh D & . . 2533-2543
Enterobacteriaceae
imipenem, piperaciUin/tazobactam, ceftriaxone, ceftazidime amikacin
J 90.1-100 cefuroxime, cefepime, gentamicin
ciprofloxacin 80.1-90.0 chloramphenicol
70.1-80.0
sepsis
6 Escherichia coli, Klebsiella pneumonia, Proteus mirabilis,
Pseudomonas aeruginosa, Acinetobacter baumannii Staphylococcus aureus
Escherichia col/

90.1-100 amikacin, tigecycline, imipenem, doripenem, ertapenem
meropenem 80.1-0 piperaciUin/tazobactam
cefoxitin 70.1-80 cefepime

Micek ST, m 1

2545-2550 Escherichia coli  cefepime, gentamicin, imipenem
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meropenem piperaciUin/tazobactam 90.1-100
ciprofloxacin 70.1-80.0 Raveh
n . . 2533-2543 Escherichia coii
imipenem, piperaciUin/tazobactam, ceftriaxone amikacin
90.1-100  cefuroxime, ceftazidime cefepime
80.1-90.0 chloramphenicol
70.1-80.0 Kamga F.L.F. Bl . . 2553
Escherichia  coii cefuroxime,  trimethoprim/sulfamethoxazole,
azetreonam cefoxitine 90.1-100
ciprofloxacin 70.1-80.0

Klebsiella pneumoniae

90.1-100 amikacin, doripenem,imipenem, ertapenem meropenem
80.1-90.0 gentamicin cefoxitin
70.1-80.0 piperaciUin/tazobactam, norfloxacin,
ceftazidime, levofloxacin cefepime Micek S.T. m
v . . 2545-2550 Klebsiella sp.
imipenem meropenem gentamicin 90.1-
100 cefepime, ciprofloxacin piperaciUin/tazobactam
80.1-90.0 Raveh . <3
. 2533-2543 imipenem Klebsiella
pneumoniae ( 100)
Proteus mirabilis 90.1-100
cefoxitin, amikacin, doripenem, meropenem piperaciUin/tazobactam
80.1-90.0 cefepime, ceftazidime, ceftriaxone,
amoxycillin/clavulanate ertapenem 70.1-
80.0 gentamicin, levofloxacin cefotaxime Micek S.T.
m . . 2545-2550 Proteus sp.
imipenem meropenem, gentamicin, cefepime piperaciUin/tazobactam

90.1-100
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80.1-100 70.1-80.0
doripenem, imipenem amikacin Micek S.T. m
. . 2545-2550 Pseudomonas aeruginosa
cefepime piperacillin/tazobactam 90.1-100
imipenem eropenem gentamicin
80.1- 90.0 ciprofloxacin 70.1-80.0
Acinetobacter baumannii
90.1- 100 tigecydine colistin
70.1-90.0 Micek 5.T. m
. . 2545-2550 Acinetobacter sp.
Staphylococcus aureus
90.1- 100 fosfomycin, fusidic acid, linezolid vancomycin
80.1-90.0
70.1-80.0 trimethoprim/sulfamethoxazole cefoxitin
Kamga F.L.F. Bl .. 2553 Staphylococcus
aureus 90.1-100 rifampin
80.1-90.0 spiramycin, fusidic acid
oxacillin 70.1-80.0 amoxicillin
ceftazidime
sepsis
sepsis
Escherichia coli 222 isolates MDR
81.5 XDR PDR Klebsiella pneumoniae 73
isolates MDR 49.3 XDR 14
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PDR Proteus mirabilis 18 isolates MDR 83.3
XDR PDR Pseudomonas aeruginosa 45 isolates
MDR 2.2 XDR 15.6 PDR
15.6 Acinetobacter baumannil 29 isolates MDR 6.9
XDR 44.8 PDR 34 Staphylococcus
aureus 37 isolates MDR 29.7 XDR
18.9 PDR

MDR, XDR PDR

Pseudomonas aeruginosa 183)
28 WHONET
MDR Pseudomonas aeruginosa 44.6, 42.9, 38.3, 33.0, 37.9
41.3 Pseudomonas aeruginosa . . 2543 2548

Acinetobacter
baumannii (2] 28 WHONET
MDR Acinetobacter baumannii
46.0, 49.0, 51.0, 54.0, 54.0 56.0 Acinetobacter baumannii
.. 2543 2548 Aimsaad L el

Acinetobacter baumannii

. 2551 Acinetobacter
baumannii 114 isolates PDRAcinetobacter baumannii 67.5
MDR Acinetobacter baumannii 211
5
Keen EF 61 multidrug-resistance
trauma . . 2544-2551
MDR Acinetobacter baumannii . . 2544-2551 4.0
55.0 Acinetobacter baumannii MDR Pseudomonas aeruginosa

2544-2551 2.0 8.0 Pseudomonas aeruginosa
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Kuo L.C. m
mycobacteria
7-9 . . 2548 17
1,370 isolates Pseudomonas aeruginosa
321 isolates ( 23.4) ' MDR Pseudomonas aeruginosa 12
321 isolates Acinetobacter baumannii 112 isolates ( 8.2)
MDR Acinetobacter baumannii 8.9 112 isolates
237 isolates Pseudomonas aeruginosa 29 isolates (
12.2) MDR Pseudomonas aeruginosa 10.3 29 isolatesu
Acinetobacter  baumannii ' 14 isolates ( 5.9) MDR
Acinetobacter baumannii 21.4 14 isolates
Tan R »
48 48
. . 2549-2553
48
XDR Acinetobacter baumannii 45.2 340 isolates
Acinetobacter baumannii XDR Pseudomonas aeruginosa 35.6 272
isolates Pseudomonas aeruginosa
48 XDR Acinetobacter baumannii 356 90
isolates Acinetobacter baumannii XDR Pseudomonas aeruginosa
Chung DR m hospital
acquired pneumonia (HAP) ventilator associated pneumonia (VAP)
2551-2552 73 10 Staphylococcus aureus 303
isolates MDR Staphylococcus aureus 60.7 Klepseilla
pneumonia 275 isolates MDR Klepseilla pneumonia 44.7
Pseudomonas aeruginosa 411 isolates MDR Pseudomonas aeruginosa
42.8, XDR Pseudomonas aeruginosa 4,9 PDR Pseudomonas aeruginosa

0.7 Acinetobacter baumannii 479 isolates MDR Acinetobacter
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boumonnii 82.0, XDR Acinetobocter boumannii 51.1 PDR
Acinetobacter boumonnii 1lisolate
Denisuik AJ. m
Escherichia coli KlebseiUa pneumoniae
CANWARD . . 2550-2554 Escherichia

coli EBBL 231 isolates MDR Escherichia coli ESBL 78.8 XDR
Escherichia coli ESBL 2.6 KlebseiUa pneumoniae ESBL 48 isolates

MDR KlebseiUa pneumoniae ESBL 68.8 XDR KlebseiUa
pneumoniae ESBL 10.4

MDR, XDR PDR
carbapenem
carbapenem Escherichia coli

0.9 222 isolates Pseudomonas aeruginosa 31.1 45 isolates
Acinetobacter  baumannii 55.2 29 isolates Klebsiella
pneumoniae carbapenem Hsueh PR [ABL

PDR Acinetobacter baumannii

. 2536-2543
carbapenem resistant Acinetobacter baumannii 5.88 . . 2536
215 . . 2543 Hidron Al A
healthcare
associated infections the National Healthcare Safety
Network (HHSN)
2549 . . 2550 carbapenem resistant Pseudomonas aeruginosa

11.8 carbapenem resistant Klebsiella pneumoniae 5.2 carbapenem
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resistant Acinetobacter baumannii 30.6 carbapenem resistant Escherichia

coli 25

fluoroquinolone
fluoroquinolone resistance Pseudomonas aeruginosa
37.8 fluoroquinolone resistance Escherichia coii 631 1
Hidron Al =
healthcare associated infections

the National Healthcare Safety Network (HHSN)

. . 2549 . . 2550
fluoroquinolone  resistance Pseudomonas  aeruginosa 15.9
fluoroquinolone resistance Escherichia coli 22.7 Al-Hasan M.N.
el Escherichia coli
Mayo Center Rochester Olmsted Medical Center
. 2541-2550 fluoroquinolone resistance
Escherichia coli 6.8
sepsis
sepsis 300 167 ( 55.7)
81 27.0
300 71 23.7 300
57 19.0 300
m . . 2550 sepsis
182 ( 90.5)
52.2 45.8

39.3
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sepsis
28 sepsis
sepsis 9.0 sepsis
severe sepsis 15.7 severe sepsis septic shock
52.5 septic shock Leone M.
B septic shock 59.0 Angus D.C.
m severe sepsis 28.6 Engel
C n severe sepsis 47.3 septic
shock 62.4
28
sepsis 300 28 20.0
34.3
sepsis 20-5059
' sepsis
(8.78+6.4,
15.39+16.1 ; p<0.05) Leone M. '3,
. . 2540-2543
(11.0+11.0, 15.0+15.0 : p<0.05)
sepsis
severe sepsis septic shock ( 9.0 28.7
; p< 0.05) septic shock
sepsis severe sepsis
( 52.5 12.0 ; p< 0.05)
,10, . . 2550 septic shock

sepsis

severe sepsis
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( 52.6 24.0; p<0.001) sepsis sepsis
severe sepsis septic shock
severe sepsis septic shock
sepsis
‘ 28

(coronary artery disease)

( 35.7 15.2; p<0.05)
(
40.9 18.3; p<0.05) m . . 2550
(p<0.05) Hanon F.X ma
. . 2545
(p<0.05)
community-acquired infections healthcare-associated infections
m 2
( 31.9 14.6 ; p<0.05)
m . . 2550 Garnacho-Montero J. ml
. . 2540-2550 Levy MM. w . . 2548-2551

(p<0.05)



susceptible

( 150 211

. . 2550 Leone M.

( 28.7 9.0
1
( 43.2 151
nm . . 2550
13.6 ; p<0.05)
2548-2551
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non susceptible

(p<0.05)

; p>0.05) m
|1 . . 2540-2543
(p>0.05)
; p<0.05)
1
; p<0.05)
1
1 ( 442
(p<0.05)
. . 2550
(p<0.05)
Levy MM. w

(p<0.05)
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